
Claim 


1. A kind of DNA chip for diagnosing the mutation of the hereditary 
anemia related genes, wherein fixed specific DNA probes for testing the above- 
said mutation on the glass slide, silica plate, membrane and macromolecular 
materials. The said probes are as follows: 
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TGG TGA GGC CCT GGG CAG (SEQ ID NO:l) 
GGT GAG GCC CCT GGG CAG (SEQ ID NO:2) 
GGT TCT TTG AGT CCT TT (SEQ ID NO: 3) 
GGT TCT TTT AGT CCT TT (SEQ ID NO:4) 
AGG TTC TTT TGA GTC CT (SEQ ID NO:5) 
CTT CAG GGT GAG TCT (SEQ ID NO:6) 
CTT CAG GAT GAG TCT (SEQ ID NO:7) 
ACA GAC ACC ATG GTG CAC CT (SEQ ID NO:8) 
ACA GAC ACC AGG GTG CAC CT (SEQ ID NO:9) 
GAG GAG AAG TCT GCC (SEQ ID NO: 10) 
TGA GGA GGT CTG CCG (SEQ ID NO: 1 1) 
AGG AGA AGG TCT GCC (SEQ ID NO: 12) 
TAC CCT TGG ACC CAG (SEQ ID NO: 13) 
TAC CCT TAG ACC CAG (SEQ ID NO: 14) 
GCA ACC TCA AAC AGA CA (SEQ ID NO:l 5) 
AGC AAC CTC AGA CAC CA (SEQ ID NO: 16) 
CAC CCT TAG GCT GCT GG (SEQ ID NO: 17) 
CCC ACC CTG AGG CTG CT (SEQ ID NO: 18) 
CCC TTA GGT GCT GGT GG (SEQ ID NO: 19) 
ATT GCT TAC ATT TGC (SEQ ID NO:20) 
ATT GCT TCC ATT TGC (SEQ ID NO: 21) 
AAG GTG AAC GTG GAT (SEQ ID NO:22) 
AAG GTG AGC GTG GAT (SEQ ID NO:23 ) 
CTG TGA CAA GCT GCA (SEQ ID NO:24) 
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R T9S+A^ 2 

LI V-^~^ y ^ 

TGT GAC AAA GCT GCA (SEQ ID NO:25) 


TV^ 1 

AGG GTG AGT CTA TGG (SEQ ID NO:26) 


1 V kJ ^Z, - J J jL 

AGG GTG ACT CTA TGG (SEQ ID NO:27) 


R (41-42i 1 

CAG AGG TTC TTT GAG T (SEQ ID NO:28) 



CAG AGG TTG AGT CCT T (SEQ ID NO:29) 


IVS C2-654) 1 

GTT AAG GCA ATA GCA (SEQ ID NO:30) 


IVS (2-654) 2 

GTT AAG GTA ATA GCA (SEQ ID NO:31) 


(3 (17) 1 

CTG TGG GGC AAG GTG AAC (SEQ ID NO:32) 


(3 (17)2 

CTG TGG GGC TAG GTG AAC (SEQ ID NO:33) 

1 0 

X \J 

R P71 -72^ 1 

y) y( k f ^ ) 1 

TGC CTT TAG TGA TGG (SEQ ID NO:34) 

i v_x xx x a. x VJ x vj ^ i x vj vj ^ kj -* — ' * * ^ 1 * ■ j 


ft P71 9 
p y/L-/Z)Z 

TGP CTT TA A GTG ATG (SEO ID NO* 3 5) 


ft (n\ hi\ ^ 
p y/ 1-/2) 5 

T/^p PTT TTA r^TO ATG f<sFO TD NO* 


IVo (l-J J 1 

r 1 r T TT r T r T T A TP A AG ^FO ID NO -^7^ 

V_ /\vJ Oil vJVJ 1 r\ 1 V> rVrVVJ ^OL-y XX-/ l>v/.J / y 


lvo H"OJ 2 

PAPt HTT OPT ATP AAG fSFO ID NO I81 

10 

Iva (1-1 ) 1 

Tnri HP A POT TPG TAT ^FO ID NO '^9i 



tpj^ HP A PtTT TGG TAT ^FO TD NO'40i 


P (30) 2 

ptp czrirC nan ttp pt a kpo tfi TvJCVAI ^ 
Liu vjvrL vjvrvj 1 1 vr vri/\ ^oi-yV^ lu in w.h 1 j 


P (-28) 1 

vjtULj LAI AALr ALr 1 LAU (^O-Cv^ IU INvJ.^+Z ) 


P (-28) 2 

r^r^r^ pat a pp a pt r ap ^qth 0 rn MO-A^ 
CjvjLj LAI ALrLr Au 1 LALr ^oilv^ 11^ IML".^-^ ) 

20 

r (-2y) z 

tpp, nr A TPP A AH TP A /"QPfl TTi TsJO-dd^ 
1 LrLr uLA 1 vjLt lL/\ ilv IN w.hh j 


r y-ju) 1 

PTO PPP ATA AAA OTP ^*nFO TD 

L 1 VJ VJVJL /\ 1 /\ rVArV VJ 1 L ^t31Z/VJJ XXV i>vy,*tJ ^ 


.r ^-jU ^ Z 

PTG GGP ACA AAA GTC fSEO ID NO'461 

X VJ VJ VJ V_^ A\^A ilJVi V VJ X V — ' y i~J J — ' -LX/ -L ^ v/ • ~ v / 


P ( ^1^9 

GCT GGG CGT AAA AGT fSEO ID NO:47) 

VJ V_- X VJ VJ VJ V_' VJ J. 1 VJ%.-i\. i v v_i x y -1—/ x t w • ■ ' } 


r> / 9 
.r y-32 J Z 

PPP TGG G A A T A A A AG f SFO ID NO-48^ 

VjVjL 1 VJVJ Vj^rVfA. 1 lYr^L /liWJ ^OL/y XX-/ i>U.*TOj 

25 

p (14-15) 1 

TAC TGC CCT GTG GGG CAA GG (SEQ ID NO:49) 


p (14-15) 2 

TAC TGC CCT GGT GGG GCA AG (SEQ ID NO: 50) 


HbE (26) 1 

TGG TGG TGA GGC CCT (SEQ ID NO:51) 


HbE (26) 2 

TGG TGG TAA GGC CCT (SEQ ID NO:52) 


30 ot-thalassemia, HbH, HbS and HbM hemoglobin abnormality. 
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Constant Spring Mutation 


P(cs)l 
P(cs)2 

Quong SZE Mutation 
P(qs) 1 
P(qs)2 

HbS Sickle Cell Anemia Mutation 


ATA CCG TTA AGG TGG (SEQ ID NO:53) 
ATA CCG TCA AGC TGG (SEQ ID NO:54) 

GCC TCC CTG GAC AAG (SEQ ID NO:55) 
GCC TCC CCG GAC AAG (SEQ ID NO:56) 


P(hbs)l 
P(hbs)2 

10 Duan Mutation 
P(duan)l 
P(duan)2 
HbM Mutation 
P (hbm) 1 

15 P (hbm) 2 
P (hbm) 3 
P (hbm) 4 
P (hbm) 5 
P (hbm) 6 

20 P (hbm) 7 
P (hbm) 8 
P (hbm) 9 
P(hbm) 10 


ACT CCT GAG GAG AAG (SEQ ID NO:57) 
ACT CCT GTG GAG AAG (SEQ ID NO:58) 

GTG GAC GAC ATG CCC (SEQ ID NO:59) 
GTG GAC GCC ATG CCC (SEQ ID NO:60) 

TAA GGG CCA CGG CAA (SEQ ID NO:61) 
TAA GGG CTA CGG CAA (SEQ ID NO:62) 
CGA CCT GCA CGC GCA (SEQ ID NO:63) 
CGA CCT GTA CGC GCA (SEQ ID NO:64) 
AAG AAA GTG CTC GGT (SEQ ID NO:65) 
AAG AAA GAG CTC GGT (SEQ ID NO:66) 
TGA GCT GCA CTG TGA (SEQ ID NO:67) 
TGA GCT GCA CTG TGA (SEQ ID NO:68) 
GAA GGC TCA TGG CAA (SEQ ID NO:69) 
GAA GGC TTA TGG CAA (SEQ ID NO:70) 
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